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Suppl. Figure 1: Unequivocal confirmation of HA9 (HPVHAGPIA, Gag-216-

224) as an optimal epitope restricted by HLA-B*3501. 

A: Significant associations between IFN! ELISpot responses to either OLP-29 and/or 

OLP-30 (containing the HA9 peptide) and expression of HLA-B*3501; pooled data 

from subjects in Durban, South Africa (C-clade infected, n=795) and the Thames 

Valley Cohort (mixed clades, n=214). Of these, 48 (4.7%) had HLA-B*3501. p value 

by Fisher’s exact test. 

B: IFN! ELISpot responses made by an HLA-B*3501-positive adult subject with 

chronic B-clade HIV-1 infection (Thames Valley subject R051, HLA-A*0101, -

A*3002, -B*1801, -B*3501, -Cw*0401, -Cw*0501) in response to the optimal 

epitope HA9 and four peptide truncations of this peptide. 

C: HLA-B*3501-HPVHAGPIA (HA9) tetramer staining of B-clade HIV-1 infected 

subject (Thames Valley subject N030, HLA-A*0201, –A*0301, -B*3502, -B*4402, -

Cw*0401, -Cw*0501) responding to OLP-29/30 (left) controlled by HLA-mismatch 

tetramer (HLA-B*4402) (middle) and a non-HA9 responder subject (Thames Valley 

subject OX035, HLA-A*0201, –A*1101, -B*1801, -B*3501, -Cw*0401, -Cw*0501) 

stained with HLA-B*3501-HA9 tetramer (right). 



Suppl. Table 1: Characteristics of unpublished study cohorts 

 

Suppl. Table 2: Novel HLA-B*3501 restricted optimal epitopes defined by IFN!  

ELISpot screening and sequence analysis, combined with motif inference.  

p/q values for HLA-B*3501 association with the optimal determined from 1009 adult 

subjects with chronic HIV-1 infection. Sites of polymorphisms are previously 

published, identified by lineage-corrected sequence analysis of Durban cohort (7). 

 

Suppl. Table 3: Covariation at residue Gag-260 

Covariation analysis (phylogenetic dependency network) for 9 high-variability p24 

residues in >1,800 sequences from C-clade infected individuals from Botswana, 

Zimbabwe and Durban, South Africa. 


